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<210> 
<211> 
<212> 
<213> 


1 

1290 
DNA 

Pseudomonas stutzerii 










<400> 1 
atggctgaat 


tcaggatcgc 


tcaggatgtc 


gttgcgcggg 


aaaacgacag 


gcgcgcctcg 


60 


gcgctgaagg 


aagactacga 


ggcgctcggc 


gcgaatctcg 


cccgccgtgg 


cgtcgacatc 


120 


gaggccgtca 


cggccaaggt 


cgaaaagttc 


ttcgtcgccg 


tcccctcctg 


gggcgtcggc 


180 


acgggcggca 


cgcgctttgc 


gcgcttcccc 


ggcaccggcg 


agccgcgcgg 


catcttcgac 


240 


aagctggacg 


actgcgccgt 


catccagcag 


ctgacacgcg 


ccacgcccaa 


tgtctcgctg 


300 


catattccgt 


gggacaaggc 


cgatccgaag 


gagctgaagg 


ccaggggcga 


cgccctcggc 


360 


ctcggcttcg 


acgcgatgaa 


ctccaatacc 


ttctccgatg 


cgcccggcca 


ggcgcattcc 


420 


tacaaatacg 


gctcgctcag 


ccacacggat 


gcggcaacgc 


gcgcccaggc 


ggtcgagcac 


480 


aatctggaat 


gcatcgagat 


cggcaaggcc 


atcggctcca 


aggcgctgac 


ggtctggatc 


540 


ggtgacggct 


ccaacttccc 


cggccagagt 


aacttcacca 


gggctttcga 


acgttatctc 


600 


tcggcgatgg 


cggagatcta 


caagggcctg 


ccggatgact 


ggaagctgtt 


ctccgagcac 


660 


aagatgtacg 


agccggcctt 


ctattcgacc 


gtcgtgcagg 


actggggcac 


gaattatctc 


720 
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atcgcccaga cgctcggccc caaggcccag tgcctcgtcg atctcggcca tcacgcgccg 780 

aacaccaata tcgagatgat cgtcgcccgg ctcatccagt tcggcaagct cggcggcttc 840 

catttcaacg attccaaata cggcgacgac gacctcgatg ccggcgccat cgagccctat 900 

cgcctcttcc tcgtcttcaa cgagctggtg gatgcggagg cgcgcggcgt caagggcttc 960 

cacccggccc acatgatcga ccagtcgcac aacgtcaccg acccgatcga gagcctgatc 1020 

aacagcgcga acgaaatccg tcgcgcctat gcgcaggccc tccttgtcga ccgcgcggcg 1080 

ctttccggct accaggagga caacgacgcc ctgatggcga cggaaacgtt gaagcgcgcc 1140 

taccgtaccg atgtggagcc gatcctcgcc gaggcccgcc gccgcacggg cggcgccgtc 1200 

gaccccgtcg cgacctatcg ggccagcggc taccgcgcca gggtcgccgc cgagcgcccc 1260 

gcctccgtcg cgggtggcgg cggcatcatc 1290 

<210> 2 
<211> 430 

<212> PRT , : ^ • 

<213> Pseudomonas stutzerii 



<400> 2 

Met Ala Glu Phe Arg Me Ala Gin Asp Val Val Ala Arg Glu Asn Asp 
1 5 10 15 



Arg Arg Ala Ser Ala Leu Lys Glu Asp Tyr Glu Ala Leu Gly Ala Asn 
20 25 30 



Leu Ala Arg Arg Gly Val Asp Me Glu Ala Val Thr Ala Lys Val Glu 
35 40 45 



Lys Phe Phe Val Ala Val Pro Ser Trp Gly Val Gly Thr Gly Gly Thr 
50 55 60 



Arg Phe Ala Arg Phe Pro Gly Thr Gly Glu Pro Arg Gly Me Phe Asp 
65 70 75 80 



Lys Leu Asp Asp Cys Ala Val Me Gin Gin Leu Thr Arg Ala Thr Pro 
85 90 95 



Asn Val Ser Leu His Me Pro Trp Asp Lys Ala Asp Pro Lys Glu Leu 
100 105 110 
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Lys Ala Arg Giy Asp Aia Leu Giy Leu Giy Fhe Asp Aia Met Asn Ser 
115 120 125 



Asn Thr Phe Ser Asp Ala Pro Giy Gin Ala His Ser Tyr Lys Tyr Giy 
130 135 140 



Ser Leu Ser His Thr Asp Ala Ala Thr Arg Ala Gin Ala Val Glu His 
145 150 155 160 



Asn Leu Glu Cys Me Glu Me Giy Lys Ala Me Giy Ser Lys Ala Leu 
165 170 175 



Thr Val Trp Me Giy Asp Giy Ser Asn Phe Pro Giy Gin Ser Asn Phe 
180 185 190 



Thr Arg Ala Phe Glu Arg Tyr Leu Ser Ala Met Ala Glu Me Tyr Lys 
195 200 205 



Giy Leu Pro Asp Asp Trp Lys Leu Phe Ser Glu His Lys Met Tyr Glu 
210 215 220 



Pro Ala Phe Tyr Ser Thr Val Val Gin Asp Trp Giy Thr Asn Tyr Leu 
225 230 235 240 



Me Ala Gin Thr Leu Giy Pro Lys Ala Gin Cys Leu Val Asp Leu Giy 
245 250 255 



His His Ala Pro Asn Thr Asn Me Glu Met Me Val Ala Arg Leu Me 
260 265 270 



Gin Phe Giy Lys Leu Giy Giy Phe His Phe Asn Asp Ser Lys Tyr Giy 
275 280 285 



Asp Asp Asp Leu Asp Ala Giy Ala Me Glu Pro Tyr Arg Leu Phe Leu 
290 295 300 



Val Phe Asn Glu Leu Val Asp Ala Glu Ala Arg Giy Val Lys Giy Phe 
305 310 315 320 



His Pro Ala His Met Me Asp Gin Ser His Asn Val Thr Asp Pro Me 
325 330 335 
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Glu Ser Leu Me Asn Ser Ala Asn Glu lie Arg Arg Ala Tyr Ala Gin 
340 345 350 



Ala Leu Leu Val Asp Arg Ala Ala Leu Ser Gly Tyr Gin Glu Asp Asn 
355 360 365 



Asp Ala Leu Met Ala Thr Glu Thr Leu Lys Arg Ala Tyr Arg Thr Asp 
370 375 380 



Val Glu Pro Me Leu Ala Glu Ala Arg Arg Arg Thr Gly Gly Ala Val 
385 390 395 400 



Asp Pro Val Ala Thr Tyr Arg Ala Ser Gly Tyr Arg Ala Arg Val Ala 
405 410 415 



Ala Glu Arg Pro Ala Ser Val Ala Gly Gly Gly Gly lie lie 
. 420 425 430 



